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Correlation between serum anti-dsDNA antibody, HE4 , complement C3,C4 and
disease activity in patients with systemic lupus erythematosus”
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[Abstract] Objective To analyze the correlation between serum anti-double-stranded deoxyribonucleic
acid(dsDNA) antibody.human epididymis secretory protein 4 (HE4) ,complement C3,C4 and disease activity
in patients with systemic lupus erythematosus(SLE). Methods A total of 178 SLE patients admitted to the
hospital from April 2023 to April 2025 were included in the observation group,and 181 healthy people who
underwent physical examination in the hospital during the same period were included in the healthy group.
The differences of anti-dsDNA antibodies, HE4,complement C3 and C4 between the two groups were detected
and compared. The receiver operating characteristic curve was drawn to analyze the efficacy of anti-dsDNA an-
tibody, HE4,and complement C3,C4 combined or single in the diagnosis of SLE. According to the SLE disease
activity score,the observation groups were divided into mild activity(<{10 points) group(75 cases), moderate
activity(10—15 points) group(66 cases) and severe activity(=>15 points) group(37 cases) ,and the differences
in anti-dsDNA antibody, HE4,and complement C3 and C4 in SLE patients with different disease activity levels
were compared. The Pearson correlation coefficient was used to analyze the correlation between anti-dsDNA

antibody , HE4, complement C3 and C4 and disease activity in SLE patients. Results The anti-dsDNA antibod-
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y and HE4 in the observation group were significantly higher than those in the healthy group,and the comple-
ment C3 and C4 were significantly lower than those in the healthy group. The area under the curve of anti-ds-
DNA antibody, HE4,and complement C3 and C4 combined diagnosis of SLLE was higher than that of single di-
agnosis,and the differences were statistically significant(P<C0. 05). The anti-dsDNA antibody and HE4 in the
severe activity group were significantly higher than those in the moderate and mild activity groups,and the
complement C3 and C4 were significantly lower than those in the moderate and mild activity groups. The anti-
dsDNA antibody and HE4 in the moderate activity group were significantly higher than those in the mild ac-
tivity group.and the complement C3 and C4 were significantly lower than those in the mild activity group. The
anti-dsDNA antibody and HE4 were positively correlated with the disease activity of SLE patients(r=0. 485,
0.496) ,and the complement C3 and C4 were negatively correlated with the disease activity of SLE patients
(r=—0.517,—0.463) ,and the differences were statistically significant(P<C0. 05). Conclusion Anti-dsDNA
antibody and HE4 are abnormally highly expressed in SLE patients, while complement C3 and C4 are abnor-

mally lowly expressed. The four are closely related to the disease activity of patients,and clinicians need to at-

tach great importance to it.
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