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[Abstract] Digital polymerase chain reaction (dPCR) is the third generation of nucleic acid detection
technology following the first generation of conventional polymerase chain reaction(PCR) and the second gen-
eration of fluorescent quantitative PCR(qPCR). It boasts advantages such as a short detection cycle and high
sensitivity. Previous research on dPCR was primarily focused on environmental and agricultural-related detec-
tions. With the prevalence of the COVID-19 pandemic in recent years,an increasing number of studies have
highlighted the role of dPCR in disease diagnosis and prognosis. Since then, this technology has been studied in
infectious diseases, parasitic diseases,and tumors. This article reviewed the current status of dPCR in the diag-
nosis of the aforementioned diseases and compared it with other detection methods. Additionally,it summa-
rized the current issues with dPCR in disease diagnosis and outlines the future development prospects for ref-
erence by peers.
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