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[ Abstract] Objective To explore the effect and mechanism of apigenin on macrophage pyroptosis.
Methods THP-1 cells were cultured in vitro and induced to differentiate into macrophages by phorbol ester,
and the macrophages were induced to pyroptosis by lipopolysaccharide(ILPS) and nigericin. The cell morpholo-
gy was observed by optical microscope. Western blot was used to detect the Gasdermin D-N(GSDMD-N). The
mRNA expressions of NLRP3,1L-18 and TNF-a were detected by real-time fluorescent quantitative polymer-
ase chain reaction(qRT-PCR) to investigate the effect of apigenin on macrophage pyroptosis. Transcriptome
sequencing was further used to screen differentially expressed genes and signaling pathways. Finally, qRT-
PCR was used to verify the expression of 5. 85 rRNA, 18S rRNA, 28S rRNA, Pre-45S rRNA and POP1,
NATI10,RCL1 and GARI related genes,and to explore the role of ribosome biosynthesis signaling pathway in
apigenin inhibiting macrophage pyroptosis. Results Apigenin pretreatment inhibited the formation of bubble-
like protrusions during macrophage pyroptosis,and reduced the expression of GSDMD-N protein and the mR-
NA expression of NLRP3,IL-18,and TNF-a. Gene ontology(GO) enrichment analysis showed that apigenin

was mainly involved in nucleic acid metabolic process, RNA metabolic process and transcription regulator ac-

x BB EHZXAARS¥ILESTH 1870337 ;) ARAE AR 4 W LW H (2024A1515012850)
1EF B I (1999—) LA AF T A FE 52 . 32 0o i A8 5 s S A 51 PRI 5% {B15 1% , E-mail : zhaoguojun@ gzhmu. edu. cn,
MK E X  https://link. cnki. net/urlid/50. 1129, R. 20250320. 1144. 002(2025-03-20)



HAREHT A 2025 F 4 A% 41 %% 44 ] Mod Med Health, April 2025, Vol. 41,No. 4 + 829 -

tivity. Kyoto Encyclopedia of Genes and Genomes(KEGG) enrichment analysis showed that apigenin mainly

participates in ribosome biogenesis, NOD-like receptor signaling pathway and Toll-like receptor signaling

pathway related to pyroptosis. gqRT-PCR showed that apigenin pretreatment significantly reduced the expres-
sion of 5. 8S rRNA,18S rRNA,28S rRNA,Pre-45S rRNA,RCL1,GAR1,POP1 and NAT10. Conclusion Api-

genin has an inhibitory effect on macrophage pyroptosis,and its mechanism may be related to the regulation of

the ribosome biogenesis signaling pathway.
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