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Early diagnosis of chlamydia psittaci severe pneumonia by targeted next-generation
sequencing technology:a case report and literature review
WANG Dong ,LI Lian .YAN Xinsheng”
(Department of Medical Laboratory ,Wuhan Asia General Hospital /Wuhan Asia General Hospital
A f filiated to Wuhan University of Science and Technology ,Wuhan , Hubei 430056 ,China)

[Abstract] In February 2023,a patient with severe chlamydia psittaci pneumonia diagnosed by targeted
next-generation sequencing (tNGS) was admitted to the Department of Respiratory and Critical Care Medicine
of the hospital. He was admitted to the hospital due to chills, fever, headache for seven days, chest tightness
and wheezing for two days. The initial diagnosis was considered severe pneumonia and acute respiratory fail-
ure. The cause of severe pneumonia has not been identified after comprehensive laboratory and imaging exami-
nations. The tNGS technique was used to detect Chlamydia psittaci (757 sequences) in bronchoalveolar lavage
fluid samples of patients,and the time from admission to diagnosis was only three days. After the pathogen
was determined, the antibacterial drugs were adjusted in time,and moxifloxacin was used to obtain good cura-
tive effect. Chlamydia psittaci infection can lead to severe pneumonia and acute respiratory failure in humans.
Due to the non-specific clinical manifestations and the limitations of traditional etiological detection methods,
early diagnosis is challenging and treatment is not timely. As a rapid,accurate and economical diagnostic meth-
od for pathogenic microorganisms,tNGS technology is of great value in the early diagnosis of severe pneumo-
nia with unknown pathogens.
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