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Conduction of tumor mutational burden related gastric cancer prognosis model based on machine learning
WANG Haitao s HU Haihong s L1 Zhuo®
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China s Hengyang s Hunan 421001 ,China)

[Abstract] Objective To develop and validate a tumor mutational burden (TMB) related prognostic
model and identify biomarkers for predicting gastric cancer prognosis and immunotherapy response by analy-
zing genes associated with tumor mutation burden. Methods Limma package was used to screen differentially
expressed genes in gastric cancer and normal tissues,and the prognostic model of gastric cancer was construc-
ted by LASSO regression and multivariate Cox regression. The CIBERSORT algorithm was used to analyze
the immune invasion of the tumor to assess the response to immunotherapy. Results The established tumor
mutation load-related prognostic model showed good prediction accuracy,and the AUC values of 1,3 and 5
years in the TCGA fleet were 0. 641,0. 665 and 0. 720, respectively. Overall survival was better in the low-risk
group than in the high-risk group and was associated with a higher degree of infiltration of immune-activated cells.
Conclusion The prognostic model constructed in this study has good prediction accuracy and can evaluate immuno-
therapy reactivity, providing effective support for clinical diagnosis,treatment and immunotherapy of gastric cancer.
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