e 4092 - HAREZ T A 2024 4 12 A% 40 %% 23 8 ] Mod Med Health, December 2024, Vol. 40, No. 23

miRNA FERIREXEFRPHARTR

ETEAN R AABEE O E L FLABRBLER
(1.HFPEH RS, HF ZM 730000;2. R AARER,HH 2 M 730000)

(8 E] REAHREAN . RNAMIRNA) £k 48 X &R P X E—Z 69584 A . miRNA & —
Ab ey A 25 A RNA, T8 it 4 432 mRNA 89 3 "3E 8938 R 3F 58035 97 5) AR, 7T 42 W6 ) & Ak 7k % 09 2248 4
AR EY, B, K E miRNA 5 TH AR AL ERAOL BB BRI ET LA ETEENL, EXEHERT
miRNA EERAB L AR TOFR LR, AT L AEIRAA XA BE LB ERE LB F50 . FFRGB 6. %
KR EFILE A,

[E#IM] ) RNA; JsdkABX &K I

DOI:10. 3969/j. issn. 1009-5519. 2024. 23. 026

XEHS:1009-5519(2024)23-4092-05

BT Ei
FEZESES R714.2
NERFRIRAD : A

Research progress of miRNA in pregnancy-related diseases”
WANG Xiali"* ,HE Xiyan®,QU Tao* ,YANG Qing"* ,SUN Xiaotong""
(1. Gansu University of Chinese Medicine ,Lanzhou ,Gansu 730000,China ;
2. Gansu Provincial Hospital s Lanzhou sGansu 730000,China)

[Abstract] Recent studies have shown that microRNA (miRNA) play a role in the diagnosis and treat-
ment of pregnancy-related diseases. MiRNA is small non-coding RNA that can induce translation inhibition or
degradation by binding to the 3" untranslated region of target mRNA and may be ideal biomarkers for monito-
ring various diseases. Therefore, the exploration of these miRNA is of great significance for clarifying the
pathogenesis and targeted therapy of pregnancy-related diseases. This article reviews the research progress of
miRNA in pregnancy-related diseases, so as to detect pregnancy-related diseases and their hidden diseases

early,achieve the purpose of early diagnosis and intervention,and ultimately improve maternal and infant out-

comes.
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