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[Abstract] Objective To predict the prognosis of patients with kidney renal clear cell carcinoma
(KIRC) ,and to distinguish between cold and hot tumors by establishing a model of necroptosis-related long
non-coding RNA(NR IncRNA). Methods The gene expression profile and its clinical information of KIRC
patients were downloaded from TCGA database. The KIRC prognostic related NR IncRNA was determined by
co-expression analysis and univariate Cox risk regression analysis. Using the Lasso regression analysis to con-
struct a NR IncRNA model. The X test and Kaplan-Meier survival analysis were used to verily and analyze the
NR IncRNA model. The NR IncRNA model was applied to distinguish cold and hot tumors using the “Consen-
susClusterPlus” package in R language. Results Three kinds of NR IncRNA related to the prognosis of KIRC
patients were identified,and the NR IncRNA model was constructed. The high-risk group had a worse progno-
sis than the low-risk group. KIRC was divided into two subtypes,and subtpye 1 was immunosuppressive(that
was,cold tumor) compared with subtpye 2. Conclusion A model of NR IncRNA is established, which can pre-
dict the prognosis of KIRC patients and provide a theoretical basis for clinical trials.
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