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Development and application of TurbolD-based proximity labeling in study of disease proteomics
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[ Abstract ] Protein is the basis of living substances. They form complexes with other biomolecules or
protein-protein interactions to maintain the intact structure and function of cells and control different life
processes. The traditional protein interaction research methods have some limitations. The appearance of prox-
imity-dependent biotin identification (BiolD) technology can make up for the defects to a certain extent. The
futher optimized TurbolD technology is applied to capture weak/ transient protein interaction signals,and re-
alize the recognition of rare proteins,insoluble proteins, and spatially specific proteins. TurbolD technology
has been continuously optimized,and it has gradually become a powerful research tool in various fields,espe-
cially in the study of the pathogenesis of various diseases as well as drug targets screening. In this paper, this
TurbolD technology and its development process are summarized in detail,and its application in disease pro-

teomics is discussed.
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