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[Abstract] Objective To screen the differentially expressed core genes in breast cancer brain metasta-
ses by bioinformatics. Methods The GSE125989 dataset was downloaded from Gene Expression Omnibus
(GEO) database,and the differential genes of the dataset were analyzed by GEO2R,an online analysis tool of
GEO. The online tool DAVID was used to perform GO functional annotation and KEGG pathway enrichment
analysis for differentially expressed genes. The obtained differentially expressed gene data were input into
Search Tool for Recurring Instances of Neighbouring Genes (STRING) database and visualized by Rstudio.
The core genes were screened using CytoHubba plugin of Rstudio. Kaplan-Meier Plotter online tool was used
to verify the relationship between core genes and overall survival. Results A total of 22 277 genes were
screened by GEO2R, and 74 differentially expressed genes were further selected. GO functional annotation
showed that differentially expressed genes were significantly enriched in extracellular matrix tissues. The
KEGG pathway was mainly enriched in protein digestion and absorption pathways. The top 10 differentially
expressed genes in PPI network were selected as the core genes by CytoHubba plugin. Survival analysis
showed that DCN and ELN were significantly correlated with overall survival. Conclusion In this study,two
core genes related to the prognosis of breast cancer brain metastasis have been screened, namely DCN and
ELN.
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