« 2530 HRIE T A 20234 8 A% 39 %% 158 ] Mod Med Health, August 2023, Vol. 39,No. 15

i E-
RNA NEFBREEMEEFIRAIORSKAMENXER

EHA.Y O R'.E R,y RN,L g
(1. TEEMRF2IEEFREMRG I, 7 40 750003;2. ?Eliﬁi}k'f}_“,?é[gﬂ%uﬁé'é‘ﬁ@g]\ﬁ%’
TR 4R 750004;3. TEEHRFoREFEAMAGEHEEL LR T, TE 4£) 750001)

(8 Z] BH KA RNAMNFREGANBEFHSNFRE 28 RkmieE(OSCOMEBE ML AR,
Fik KE2019F2-10 ATEEHAKRFEER 2 BEAM GG 3 4] OSCC # #6998 AR F W8, 5 5
I RNA FH# & DNA L& ,#47 lllumina @80 5, B A HEFE R 2 F R XA B (DEGs), stHat4i74
WA AT ARREERNE S, T TANFER S, A TCGA KIEAFFrRGOERLE A F
oS BERAR,#HE—F KA GSE41613 KB ENE AL A A Gk B AL R ‘/\%%F’lézfﬁ@iﬁ%i
Ve Bt AE X 4R B AE OSCC Py Ea R, MAREE &5 (GSEA M sb) M %4 K B £ OSCC F 7T 4t
BHETE%, R @it 34 OSCC 2820 RNA @ 533525 2 1 818 A~ DEGs, £+ LA R 824 4, TiA
EHOUNMN LIRS ERALYEUI»E WM RER.BLEFTBRE, TCGA HEBLE T R 3IAMAELRLRA
ASPM ,CENPF #= KIF15; i@ it xf GSE41613 %3 & % 5 #7 # & CENPF 484 OSCC #9 %42 % B . CENPF &
OSCCULRFRETHRBIZH, £2FA % FEL(P<0.05), CENPF RiA F#8H &4 OSCC B £, 7?3.71‘;%)—
it F ZF L (P<C0.05);0SCC # CENPF % & 254 % ,.CENPF S 42 ¥ A EABE TR F @R 5
MNBRERENGTE,ZFHALTFELP<0.05), it #Fn5HE %28 1818 A~ DEGs, £+ CEN-
PF £ OSCC P AKX TR ZFWAAERZ . L THLE OSCC A A X EATGH -,

[X@R] vrEsRmeiek:, HH4EHF:, £F4KE2KEHW; RNAAF; CENPF

DOI:10. 3969/j. issn. 1009-5519, 2023. 15. 002 PEESES:R739. 8

XEHS:1009-5519(2023)15-2530-09 MERFRIRAD A

RNA sequencing integrated bioinformatics to identify key genes
in oral squamous cell carcinoma’
LI Jincun' ,LUO Qing' s ZHAI Kun® ,HU Chen® ,MA Jian"**
(1. Department of Oral and Maxillofacial Surgery ,School of Stomatology , Ningzxia Medical
University ,Yinchuan , Ningxia 750003,China ;2. Department of Oral and Maxillofacial
Surgery ,General Hospital of Ningxia Medical University ,Yinchuan s Ningxia 750004,
China ;3. Key Laboratory of Craniomaxillofacial Deformities ,School of
Stomatology s Ningxia Medical University ,Yinchuan , Ningxia 750001 ,China)
[ Abstract] Objective To identify key genes associated with the prognosis of oral squamous cell carcino-
ma (OSCC) by RNA sequencing integrated bioinformatics. Methods Carcinoma and adjacent tissues of 3
OSCC patients admitted to the Department of Oral and Maxillofacial Surgery., General Hospital of Ningxia
Medical University from February to October 2019 were collected. RNA was extracted and DNA libraries were
constructed,and Illumina high-throughput sequencing was performed to screen out differentially expressed
genes (DEGs) by integrating the data. The biological processes, signal pathways and interaction network of
DEGs were analyzed,and the visualization and module analysis of DEGs were conducted. Candidate genes were

identified by survival analysis of TCGA database of the module gene with the highest score, and key genes
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were further screened by GSE41613 data set for survival analysis of candidate genes. The human Protein Atlas
database was used to verify the protein expression of key genes in OSCC. Gene set enrichment analysis (GSEA
website) was used to predict the possible signaling pathways of key genes in OSCC. Results According to the
sequencing data from the three pairs of OSCC,a total of 1 818 DEGs were screened out,including 824 upregu-
lated and 994 downregulated genes. They were mainly enriched in mitotic nuclear division, extracellular re-
gions and calcium signaling pathways. TCGA data identified three candidate genes,including ASPM, CENPF
and KIF15. The survival analysis of GSE41613 data identified CENPF as the key gene of OSCC. Its expression
in OSCC tissues was higher (P <C0. 05). OSCC with higher CENPF expression had worse prognosis (P <
0. 05). The protein expression of CENPF in OSCC was higher. The samples with high expression of CENPF
were enriched in gene sets of multiple pathways such as basic transcription factors and cell cycle (P<C0. 05).

Conclusion A total of 1 818 DEGs are screened by transcriptional sequencing,among which the prognosis is

worse when CENPF is higher in OSCC, which may be related to the occurrence,development and prognosis of

OSCC.
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