. 2174 HRE T A& 20234 7 A% 30 %% 134 J Mod Med Health,July 2023, Vol. 39,No. 13

BREMBMAERREEXERTAR

EERm K B EFE, 220000 B B0 gy g 1280
O R ="
(1.ZMXFEZWBREFKR, R 20 73000052, 2 KFH ZERLESF,HRH 2 M 7300005
3.ZMKRFH ZERGEIAB R, H R Z M 73000054, H K B 0K R KERAR E L
E e R 2N 73000055, HRCE R R KRR RE S PO HH 290 730000)

[ =] BH RAFRWBRAEFPEFRAARALFRMEH XA, HiE AT TCGA £% %+
LR SRS E Y L) L &) SR & N B NS N RS S P
EAR-EORMEEARNBON S EZFEAZEARETRRENXE., R FRABRESAFTREFAR
FES LB FESRGEATFSIRER,EFALTFELP<0.05), G3AEX LA FIRD,Gl AEHRZH.G2
BEERK.ATFTGCGILAEFL G2ABZE LA FI LR EFALAHFELP>0.05), ARiFH M EMNER
FegZHmIE G, »HRFH Gl ABFHZS TS RK. 0MBRKG G2REEZRZ .ERBERSNH GI AR
FERH.EPGCIAEELS G2RELZLATFHINK. E2FALRTFENLP>0.05), LAKELAR S HE5 LR
o RS AR R E A XM (P<T0.05), CXCR4(P =0.002) ,NPYIR(P =0.002),BPI(P =0.019),
MCEMPI1(P = 0. 009), OLR1(P =0. 041) . RETN(P =0. 045) R A K F M Z, § & & & £ f o 1 A 42,
it ZFARZAREFTBINB LA T REALSRTRENEZ4EA, L+ BPI.CXCR4,. MCEMP1 ,NPY1R,
OLRI.RETN AR S A ZZFEAEHRRER L.

[(8RA] FRE; MEBMRE; E; TCGA X#EE

DOI;10. 3969/j. issn. 1009-5519. 2023. 13. 003 FEZESES R735.2

M EH/S:1009-5519(2023)13-2174-07 SCEKFRIRED : A

Prognostic related genes in tumor microenvironment of gastric cancer”
ZHAN Tianpeng'®  ZHANG Meng'* \WANG Zirui"*,LI Lanlan"***° ,LU Jianzhong"***°,
TAO Yan"***" ,ZHANG Jing"***" ,FU Shengjun"**"" ,LIU Shanhui"***"*
(1. Lanzhou University Second Hospital , Lanzhou ,Gansu 730000,China ;2. Department of Urology ,
Lanzhou University Second Hospital s Lanzhou ,Gansu730000,China ;3. Institute of Urology »
Lanzhou University Second Hospital s Lanzhou ,Gansu 730000,China ;4. Key Laboratory of
Urinary system Disease Research in Gansu Province s Lanzhou Gansu 730000,China ;5. Gansu
Provincial Clinical Medical Center for Urological Diseases ,Lanzhou ,Gansu 730000,China)
[Abstract] Objective To explore the relationship between differentially expressed genes in tumor mi-
croenvironment and prognosis of gastric cancer. Methods Based on the gastric cancer gene data in the TCGA
database, the differentially expressed genes related to stromal cells and immune cells were screened. The dif-
ferentially expressed genes were analyzed by Gene Ontology enrichment analysis and protein-protein interac-
tion network analysis,and the relationship between differentially expressed genes and the prognosis of gastric
cancer was analyzed. Results There were statistically significant differences in the stromal score, immune
score,and comprehensive score among gastric cancer patients with different pathological grades(P<C0. 05). G3
grade patients had the highest immune score,G1 grade patients had a slightly higher score,and G2 grade pa-
tients had the lowest score. There was no statistically significant difference in the immune scores between G1
grade patients and G2 grade patients (P >>0. 05). The stromal score increased with the increase of tumor

grade. G1 grade patients with good differentiation had the lowest comprehensive score, followed by G2 grade

x  EEBHE .2 MRS T ER AN TR F 7RI B (CYXZ2020-12;CYXZ2021-22) ,
EEZE R o5 KM (2000—) , ABHE L, FE NS ME e mpse. © BEEE.Email:liushh2014@lzu. edu. cn.



HAREH T A 202347 A% 39%% 138 J Mod Med Health, July 2023, Vol. 39,No. 13 « 2175 -

patients with lower differentiation,and G3 grade patients with the highest degree of malignancy had the high-

est comprehensive score. There was no statistically significant difference in the comprehensive score between

G1 grade patients and G2 grade patients(P ~>0. 05). The upregulated expression of genes was significantly cor-

related with the stromal score and immune score, respectively (P <0. 05). The expression level of CXCR4
(P=0.002),NPY1R(P =0.002),BPI(P =0.019), MCEMP1(P =0. 009),OLR1(P =0.041),RETN(P =

0.045) was the higher,the survival time of gastric cancer patients was the shorter. Conclusion Differentially

expressed genes play an indispensable and important role in the immune response of gastric cancer tumors,

with high expression of BPI,CXCR4, MCEMP1,NPY1R, OLR1,and RETN genes being adverse factors for

the prognosis of gastric cancer.
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