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[ Abstract] With the development of high-throughput sequencing technology, noninvasive prenatal tes-
ting (NIPT) technology for fetal chromosome aneuploidy evaluation by extracting fetal free DNA from mater-
nal peripheral blood has been widely used in clinical practice at home and abroad. At present,the main detec-
tion targets of NIPT are 21,18 and 13-trisomy syndrome. However, many scholars have proposed the possibil-

ity of applying NIPT technology in sex chromosomes,twin pregnancy,chromosomal microdeletion, microdu-

plications, monogenic disease and other range extended testing.
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