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[Abstract] Objective To explore the potential biomarkers of infantile hemangioma (IH) by bioinfor-
matics methods. Methods The gene expression profile dataset (GSE127487) was downloaded from the GEO
database in February 2022, The differentially expressed genes (DEGs) in the IH group and the healthy control
group were analyzed with limma software package of R. Gene ontology and Kyoto Encyclopedia of Genes and
Genomes enrichment analyses were performed on DEGs. The protein interaction network was analyzed by
STRING,and hub gene,the key gene,was selected by different algorithms using Cytoscape software. The ex-
pression of each hub gene in the IH group and the healthy control group was calculated,and finally the diag-
nostic value of hub gene was verified by receiver operating characteristic (ROC) curve. Results There were
416 DEGs in GSE127487,which were mainly concentrated in vascular development,angiogenesis,development
of cardiovascular system, etc,involved in the formation of extracellular matrix structure, molecular function
regulation, growth factor binding, etc,and were enriched in signaling pathways such as leukocyte transendo-
thelial migration, cell adhesion molecules, and contraction of vascular smooth muscle. A total of five hub
genes,including PECAM1,CD34,CDH5,TEK and THY1,were screened,and their expressions were up-regu-
lated in the IH group.and the area under the ROC curve was greater than 0. 7. Conclusion The hub gene of
IH is related to the occurrence and development of disease,and is a potential biomarker of IH, which is expec-
ted to become a target for diagnosis and treatment of TH.
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