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[Abstract] Phosphoglycerate kinase 1 (PGK1) is highly expressed in tumor cells and promotes the pro-
liferation and metastasis of tumor cells through a variety of signal transduction pathways,which is closely cor-
related to its poor prognosis. Long non coding RNA (IncRNA) has a variety of regulatory mechanisms to reg-
ulate the gene expression from the multiple aspects of chromatin remodeling, transcriptional regulation and
post-transcriptional processing. Many previous studies have shown that IncRNA affects the proliferation of
malignant tumor cells by regulating PGK1. The paper mainly summarizes this core issue.
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